Key indicators: single-crystal X-ray study; T = 100 K; mean (C-C) = 0.002 Å; R factor = 0.034; wR factor = 0.091; data-to-parameter ratio = 15.0.
Data collection: APEX2 (Bruker, 2010) ; cell refinement: SAINT-Plus (Bruker, 2004) ; data reduction: SAINT-Plus; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008) ; program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: DIAMOND (Brandenburg & Putz, 2005) ; software used to prepare material for publication: WinGX (Farrugia, 1999). 6,6'-(Pyridine-2,6-diyl)bis (pyrrolo[3,4-b] pyridine-5,7-dione) P. C. W. Van der Berg, H. G. Visser and A. Roodt
Comment
The title compound was synthesized as a ligand for potential use in medical and radiopharmaceutical applications (Schutte et al., 2009; Schutte et al., 2010; Brink et al., 2011) .
The title compound, C 19 H 9 N 5 O 4 , has crystallographically imposed two-fold rotational symmetry. The asymmetric unit contains one half-molecule with C1, H1 and N1 lying on a two-fold rotational axis. The dihedral angle between the central pyridine ring and the pyrrolo-pyridine side rings is 77.86 (2)° while the angle between the two side chains is 60.87 (2)°.
In the crystal, all bond distances and angles are normal (Jain et al. (2004) . The molecules pack in layers, diagonally across the ac plane in a head-to-tail fashion and the structure is stabilized by π-π stacking between the outlying pyridine rings of inversion-related structures. The centroid to centroid distances between these stacked rings = 3.6960 (8) Å (see Fig. 2 ).
Experimental
Under oxygen atmosphere: 2,3-pyridinedicarboxylic acid (1.000 g, 5.982 mmol) was added as a solid in one portion to a suspension of 2,6-diaminopyridine (0.3092 g, 2.833 mmol) in pyridine (10 ml) and the mixture was stirred at 40 °C for 40 min. Triphenylphosphite (10 ml) was added dropwise over 10 minutes after which the temperature was increased to 90-100°C and stirred for a further 24 h. On cooling the precipitate was filtered, washed with H 2 O (50 ml) and then MeOH (50 ml).
The precipitate was recrystallized in chloroform to obtain colourless crystals after five days.
Refinement
The aromatic H atoms were placed in geometrically idealized positions at C-H = 0.93 Å, respectively and constrained to ride on their parent atoms, with U iso (H) = 1.2U eq (C). The highest peak is located 0.67 Å from C5 and the deepest hole is situated 1.26 Å from C1 Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > 2σ(F 2 ) is used only for calculating Rfactors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
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